SEQUENCE LISTING 

<110> Chirica, Madaline 
Parham, Christ i L. 
Kastelein, Robert A. 
Moore, Kevin W. 

<12 0> Mammalian Receptor Proteins; Related Reagents and Methods. 

<130> DX01074B1K 

<150> 60/203,426 
<151> 2000-05-10 

<160> 6 

<170> Patentin version 3.2 

<210> 1 

<211> 2859 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (119) . . (2005) 

<220> 

<221> mat_peptide 
<222> (188) . . (2005) 

<400> 1 

gtggtacggg aattccattg tgttgggcag ccaacaaggg tggcagcctg gctctgaagt 60 
ggaattatgt gcttcaaaca ggttgaaaga gggaaacagt cttttcctgc ttccagac 118 



atg 
Met 


aat 
Asn 


cak 
Xaa 


gtc 
Val 
-20 


act 
Thr 


att 
He 


caa 
Gin 


tgg 
Trp 


gat 
Asp 
-15 


gea 
Ala 


gta 
Val 


ata 
He 


gee 
Ala 


ctt 
Leu 
-10 


tac 
Tyr 


ata 
He 


166 


etc 
Leu 


ttc 
Phe 


age 
Ser 
-5 


tgg 
Trp 


tgt 
Cys 


cat 
His 


gga 
Gly 

-1 


gga 
Gly 
1 


att 
He 


aca 
Thr 


aat 
Asn 


ata 
He 
5 


aac 
Asn 


tgc 
Cys 


tct 
Ser 


ggc 
Gly 


214 


cac 
His 
10 


ate 
He 


tgg 
Trp 


gta 
Val 


gaa 
Glu 


cca 
Pro 
15 


gee 
Ala 


aca 
Thr 


att 
He 


ttt 
Phe 


aag 
Lys 
20 


atg 
Met 


ggt 
Gly 


atg 
Met 


aat 
Asn 


ate 
He 
25 


262 


tct 
Ser 


ata 
He 


tat 
Tyr 


tgc 
Cys 


caa 
Gin 
30 


gea 
Ala 


gea 
Ala 


att 
He 


aag 
Lys 


aac 
Asn 
35 


tgc 
Cys 


caa 
Gin 


cca 
Pro 


agg 
Arg 


aaa 
Lys 
40 


ctt 
Leu 


310 


cat 
His 


ttt 
Phe 


tat 
Tyr 


aaa 
Lys 
45 


aat 
Asn 


ggc 
Gly 


ate 
He 


aaa 
Lys 


gaa 
Glu 
50 


aga 
Arg 


ttt 
Phe 


caa 
Gin 


ate 
He 


aca 
Thr 
55 


agg 
Arg 


att 
He 


358 


aat 
Asn 


aaa 
Lys 


aca 
Thr 
60 


aca 
Thr 


get 
Ala 


egg 
Arg 


ctt 
Leu 


tgg 
Trp 
65 


tat 
Tyr 


aaa 
Lys 


aac 
Asn 


ttt 
Phe 


ctg 
Leu 
70 


gaa 
Glu 


cca 
Pro 


cat 
His 


406 


get 
Ala 


tct 
Ser 
75 


atg 
Met 


tac 
Tyr 


tgc 
Cys 


act 
Thr 


get 
Ala 
80 


gaa 
Glu 


tgt 
Cys 


cec 
Pro 


aaa 
Lys 


cat 
His 
85 


ttt 
Phe 


caa 
Gin 


gag 
Glu 


aca 
Thr 


454 


ctg 


ata 


tgt 


gga 


aaa 


gae 


att 


tct 


tct 


gga 


tat 


ceg 


cca 


gat 


att 


cet 


502 



Leu lie Cys Gly Lys Asp lie Ser Ser Gly Tyr Pro Pro Asp lie Pro 

90 95 100 105 

gat gaa gta acc tgt gtc att tat gaa tat tea ggc aac atg act tgc 550 

Asp Glu Val Thr Cys Val lie Tyr Glu Tyr Ser Gly Asn Met Thr Cys 

110 115 120 



acc tgg aat get rgg aag etc acc tac ata gac aca aaa tac gtg gta 
Thr Trp Asn Ala Xaa Lys Leu Thr Tyr lie Asp Thr Lys Tyr Val Val 

125 130 135 



598 



cat gtg aag agt tta gag aca gaa gaa gag caa cag tat etc acc tea 64 6 

His Val Lys Ser Leu Glu Thr Glu Glu Glu Gin Gin Tyr Leu Thr Ser 
140 145 150 

age tat att aac ate tec act gat tea tta caa ggt ggc aag aag tac 694 
Ser Tyr lie Asn lie Ser Thr Asp Ser Leu Gin Gly Gly Lys Lys Tyr 
155 160 165 

ttg gtt tgg gtc caa gea gca aac gca eta ggc atg gaa gag tea aaa 742 
Leu Val Trp Val Gin Ala Ala Asn Ala Leu Gly Met Glu Glu Ser Lys 
170 175 180 185 

caa ctg caa att cac ctg gat gat ata gtg ata cet tet gca gee gtc 790 
Gin Leu Gin lie His Leu Asp Asp lie Val He Pro Ser Ala Ala Val 
190 195 200 

att tec agg get gag act ata aat get aca gtg cec aag ace ata att 83 8 

He Ser Arg Ala Glu Thr He Asn Ala Thr Val Pro Lys Thr lie He 
205 210 215 

tat tgg gat agt caa aca aca att gaa aag gtt tee tgt gaa atg aga 886 
Tyr Trp Asp Ser Gin Thr Thr He Glu Lys Val Ser Cys Glu Met Arg 
220 225 230 

tac aag get aca aca aac caa act tgg aat gtt aaa gaa ttt gac ace 934 
Tyr Lys Ala Thr Thr Asn Gin Thr Trp Asn Val Lys Glu Phe Asp Thr 
235 240 245 

aat ttt aca tat gtg caa eag tea gaa tte tac ttg gag cea aac att 982 
Asn Phe Thr Tyr Val Gin Gin Ser Glu Phe Tyr Leu Glu Pro Asn He 
250 255 260 265 

aag tac gta ttt caa gtg aga tgt caa gaa aca ggc aaa agg tac tgg 1030 
Lys Tyr Val Phe Gin Val Arg Cys Gin Glu Thr Gly Lys Arg Tyr Trp 
270 275 280 

eag cet tgg agt tea eeg ttt ttt eat aaa aca cet gaa aca gtt cec 1078 
Gin Pro Trp Ser Ser Pro Phe Phe His Lys Thr Pro Glu Thr Val Pro 
285 290 295 

cag gtc aca tea aaa gea ttc caa cat gac aca tgg aat tct ggg eta 1126 
Gin Val Thr Ser Lys Ala Phe Gin His Asp Thr Trp Asn Ser Gly Leu 
300 305 310 

aca gtt get tee ate tet aca ggg cac ett act tet gac aac aga gga 1174 
Thr Val Ala Ser He Ser Thr Gly His Leu Thr Ser Asp Asn Arg Gly 
315 320 325 

gac att gga ett tta ttg gga atg ate gtc ttt get gtt atg ttg tea 1222 
Asp He Gly Leu Leu Leu Gly Met He Val Phe Ala Val Met Leu Ser 
330 335 340 345 

att ett tct ttg att ggg ata ttt aac aga tea ttc cga act ggg att 1270 
He Leu Ser Leu He Gly He Phe Asn Arg Ser Phe Arg Thr Gly He 
350 355 360 



aaa aga agg ate tta ttg tta ata cca aag tgg ctt tat gaa gat att 1318 
Lys Arg Arg lie Leu Leu Leu lie Pro Lys Trp Leu Tyr Glu Asp lie 
365 370 375 

act aat atg aaa aac age aat gtt gtg aaa atg eta cag gaa aat agt 1366 
Pro Asn Met Lys Asn Ser Asn Val Val Lys Met Leu Gin Glu Asn Ser 
380 385 390 

gaa ctt atg aat aat aat tec agt gag cag gte eta tat gtt gat cee 1414 
Glu Leu Met Asn Asn Asn Ser Ser Glu Gin Val Leu Tyr Val Asp Pro 
395 400 405 

atg att aca gag ata aaa gaa ate tte ate cca gaa cae aag ect aea 1462 
Met lie Thr Glu lie Lys Glu lie Phe lie Pro Glu His Lys Pro Thr 
410 415 420 425 

gac tac aag aag gag aat aca gga ccc ctg gag aca aga gae tac ccg 1510 
Asp Tyr Lys Lys Glu Asn Thr Gly Pro Leu Glu Thr Arg Asp Tyr Pro 
430 435 440 

eaa aae teg eta tte gae aat act aca gtt gta tat att cct gat etc 1558 
Gin Asn Ser Leu Phe Asp Asn Thr Thr Val Val Tyr lie Pro Asp Leu 
445 450 455 

aac act gga tat aaa ccc eaa att tea aat ttt ctg ect gag gga age 1606 
Asn Thr Gly Tyr Lys Pro Gin lie Ser Asn Phe Leu Pro Glu Gly Ser 

460 465 470 

cat etc age aat aat aat gaa att act tec tta aca ctt aaa cca cca 1654 
His Leu Ser Asn Asn Asn Glu lie Thr Ser Leu Thr Leu Lys Pro Pro 
475 480 485 

gtt gat tee tta gae tea gga aat aat eee agg tta eaa aag eat ect 1702 
Val Asp Ser Leu Asp Ser Gly Asn Asn Pro Arg Leu Gin Lys His Pro 
490 495 500 505 

aat ttt get ttt tct gtt tea agt gtg aat tea eta age aac aca ata 1750 
Asn Phe Ala Phe Ser Val Ser Ser Val Asn Ser Leu Ser Asn Thr lie 
510 515 520 

ttt ctt gga gaa tta age etc ata tta aat eaa gga gaa tge agt tet 1798 
Phe Leu Gly Glu Leu Ser Leu lie Leu Asn Gin Gly Glu Cys Ser Ser 
525 530 535 

cct gac ata eaa aae tea gta gag gag gaa acc acc atg ctt ttg gaa 1846 
Pro Asp lie Gin Asn Ser Val Glu Glu Glu Thr Thr Met Leu Leu Glu 
540 545 550 

aat gat tea ccc agt gaa act att cca gaa eag acc ctg ctt cct gat 1894 
Asn Asp Ser Pro Ser Glu Thr lie Pro Glu Gin Thr Leu Leu Pro Asp 
555 560 565 

gaa ttt gtc tec tgt ttg ggg ate gtg aat gag gag ttg cca tct att 1942 
Glu Phe Val Ser Cys Leu Gly lie Val Asn Glu Glu Leu Pro Ser lie 
570 575 580 585 

aat act tat ttt cca eaa aat att ttg gaa age cac tte aat agg att 1990 
Asn Thr Tyr Phe Pro Gin Asn lie Leu Glu Ser His Phe Asn Arg lie 
590 595 600 

tea etc ttg gaa aag tagagctgtg tggteaaaat eaatatgaga aagetgectt 2045 
Ser Leu Leu Glu Lys 

605 



geaatetgaa cttgggtttt cectgcaata gaaattgaat tctgeetett tttgaaaaaa 2105 



atgtattcac 


atacaaatct 


tcacatggac 


acatgttttc 


atttcccttg 


gataaatacc 


2165 


taggtagggg 


attgctgggc 


catatgataa 


gcatatgttt 


cagttctacc 


aatcttgttt 


2225 


ccagagtagt 


gacatttctg 


tgctcctacc 


atcaccatgt 


aagaattccc 


gggagctcca 


2285 


tgccttttta 


attttagcca 


ttcttctgcc 


tmatttctta 


aaattagaga 


attaaggtcc 


2345 


cgaaggtgga 


acatgcttca 


tggtcacaca 


tacaggcaca 


aaaacagcat 


tatgtggacg 


2405 


cctcatgtat 


tttttataga 


gtcaactatt 


tcctctttat 


tttccctcat 


tgaaagatgc 


2465 


aaaacagctc 


tctattgtgt 


acagaaaggg 


taaataatgc 


aaaatacctg 


gtagtaaaat 


2525 


aaatgctgaa 


aattttcctt 


taaaatagaa 


tcattaggcc 


aggcgtggtg 


gctcatgctt 


2585 


gtaatcccag 


cactttggta 


ggctgaggtr 


ggtggatcac 


ctgaggtcag 


gagttcgagt 


2645 


ccagcctggc 


caatatgctg 


aaaccctgtc 


tctactaaaa 


ttacaaaaat 


tagccggcca 


2705 


tggtggcagg 


tgcttgtaat 


cccagctact 


tgggaggctg 


aggcaggaga 


atcacttgaa 


2765 


ccaggaaggc 


agaggttgca 


ctgagctgag 


attgtgccac 


tgcactccag 


cctgggcaac 


2825 


aagagcaaaa 


ctctgtctgg 


aaaaaaaaaa 


aaaa 






2859 



<210> 2 

<211> 629 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (-21) . . (-21) 

<223> The ' Xaa ' at location -21 stands for Gin, or His. 
<220> 

<221> misc_feature 

<222> (126) . . (126) 

<223> The 'Xaa* at location 126 stands for Gly, or Arg. 

<400> 2 

Met Asn Xaa Val Thr lie Gin Trp Asp Ala Val lie Ala Leu Tyr lie 
-20 -15 -10 



Leu Phe Ser Trp Cys His Gly Gly lie Thr Asn lie Asn Cys Ser Gly 
-5 -11 5 

His lie Trp Val Glu Pro Ala Thr lie Phe Lys Met Gly Met Asn lie 
10 15 20 25 

Ser lie Tyr Cys Gin Ala Ala lie Lys Asn Cys Gin Pro Arg Lys Leu 
30 35 40 



His Phe Tyr Lys Asn Gly lie Lys Glu Arg Phe Gin lie Thr Arg lie 
45 50 55 



Asn Lys Thr Thr Ala Arg Leu Trp Tyr Lys Asn Phe Leu Glu Pro His 



4 



60 65 70 



Ala Ser Met Tyr Cys Thr Ala Glu Cys Pro Lys His Phe Gin Glu Thr 
75 80 85 



Leu lie Cys Gly Lys Asp lie Ser Ser Gly Tyr Pro Pro Asp lie Pro 
90 95 100 105 

Asp Glu Val Thr Cys Val lie Tyr Glu Tyr Ser Gly Asn Met Thr Cys 

110 115 120 

Thr Trp Asn Ala Xaa Lys Leu Thr Tyr lie Asp Thr Lys Tyr Val Val 
125 130 135 



His Val Lys Ser Leu Glu Thr Glu Glu Glu Gin Gin Tyr Leu Thr Ser 
140 145 150 



Ser Tyr lie Asn lie Ser Thr Asp Ser Leu Gin Gly Gly Lys Lys Tyr 
155 160 165 



Leu Val Trp Val Gin Ala Ala Asn Ala Leu Gly Met Glu Glu Ser Lys 

170 175 180 185 

Gin Leu Gin lie His Leu Asp Asp lie Val lie Pro Ser Ala Ala Val 
190 195 200 

lie Ser Arg Ala Glu Thr lie Asn Ala Thr Val Pro Lys Thr lie lie 
205 210 215 



Tyr Trp Asp Ser Gin Thr Thr lie Glu Lys Val Ser Cys Glu Met Arg 
220 225 230 

Tyr Lys Ala Thr Thr Asn Gin Thr Trp Asn Val Lys Glu Phe Asp Thr 
235 240 245 



Asn Phe Thr Tyr Val Gin Gin Ser Glu Phe Tyr Leu Glu Pro Asn lie 

250 255 260 265 

Lys Tyr Val Phe Gin Val Arg Cys Gin Glu Thr Gly Lys Arg Tyr Trp 
270 275 280 



Gin Pro Trp Ser Ser Pro Phe Phe His Lys Thr Pro Glu Thr Val Pro 
285 290 295 



Gin Val Thr Ser Lys Ala Phe Gin His Asp Thr Trp Asn Ser Gly Leu 
300 305 310 



Thr Val Ala Ser lie Ser Thr Gly His Leu Thr Ser Asp Asn Arg Gly 
315 320 325 



Asp lie Gly Leu Leu Leu Gly Met lie Val Phe Ala Val Met Leu Ser 

330 335 340 345 

lie Leu Ser Leu lie Gly lie Phe Asn Arg Ser Phe Arg Thr Gly lie 
350 355 360 

Lys Arg Arg lie Leu Leu Leu lie Pro Lys Trp Leu Tyr Glu Asp lie 

365 370 375 



Pro Asn Met Lys Asn Ser Asn Val Val Lys Met Leu Gin Glu Asn Ser 
380 385 390 

Glu Leu Met Asn Asn Asn Ser Ser Glu Gin Val Leu Tyr Val Asp Pro 
395 400 405 

Met lie Thr Glu lie Lys Glu lie Phe lie Pro Glu His Lys Pro Thr 
410 415 420 425 

Asp Tyr Lys Lys Glu Asn Thr Gly Pro Leu Glu Thr Arg Asp Tyr Pro 
430 435 440 



Gin Asn Ser Leu Phe Asp Asn Thr Thr Val Val Tyr lie Pro Asp Leu 
445 450 455 

Asn Thr Gly Tyr Lys Pro Gin lie Ser Asn Phe Leu Pro Glu Gly Ser 
460 465 470 

His Leu Ser Asn Asn Asn Glu lie Thr Ser Leu Thr Leu Lys Pro Pro 
475 480 485 

Val Asp Ser Leu Asp Ser Gly Asn Asn Pro Arg Leu Gin Lys His Pro 
490 495 500 505 

Asn Phe Ala Phe Ser Val Ser Ser Val Asn Ser Leu Ser Asn Thr lie 
510 515 520 



Phe Leu Gly Glu Leu Ser Leu lie Leu Asn Gin Gly Glu Cys Ser Ser 
525 530 535 

Pro Asp lie Gin Asn Ser Val Glu Glu Glu Thr Thr Met Leu Leu Glu 
540 545 550 

Asn Asp Ser Pro Ser Glu Thr lie Pro Glu Gin Thr Leu Leu Pro Asp 
555 560 565 

Glu Phe Val Ser Cys Leu Gly lie Val Asn Glu Glu Leu Pro Ser lie 
570 575 580 585 



Asn Thr Tyr Phe Pro Gin Asn lie Leu Glu Ser His Phe Asn Arg lie 



590 595 600 



Ser Leu Leu Glu Lys 
605 



<210> 3 

<211> 918 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Leu Thr Leu Gin Thr Trp Val Val Gin Ala Leu Phe lie Phe Leu 
15 10 15 

Thr Thr Glu Ser Thr Gly Glu Leu Leu Asp Pro Cys Gly Tyr lie Ser 
20 25 30 



Pro Glu Ser Pro Val Val Gin Leu His Ser Asn Phe Thr Ala Val Cys 
35 40 45 

Val Leu Lys Glu Lys Cys Met Asp Tyr Phe His Val Asn Ala Asn Tyr 
50 55 60 

lie Val Trp Lys Thr Asn His Phe Thr lie Pro Lys Glu Gin Tyr Thr 
65 70 75 80 

lie He Asn Arg Thr Ala Ser Ser Val Thr Phe Thr Asp He Ala Ser 
85 90 95 



Leu Asn He Gin Leu Thr Cys Asn He Leu Thr Phe Gly Gin Leu Glu 
100 105 110 



Gin Asn Val Tyr Gly He Thr He He Ser Gly Leu Pro Pro Glu Lys 
115 120 125 



Pro Lys Asn Leu Ser Cys He Val Asn Glu Gly Lys Lys Met Arg Cys 
130 135 140 

Glu Trp Asp Gly Gly Arg Glu Thr His Leu Glu Thr Asn Phe Thr Leu 
145 150 155 160 

Lys Ser Glu Trp Ala Thr His Lys Phe Ala Asp Cys Lys Ala Lys Arg 
165 170 175 

Asp Thr Pro Thr Ser Cys Thr Val Asp Tyr Ser Thr Val Tyr Phe Val 
180 185 190 



Asn He Glu Val Trp Val Glu Ala Glu Asn Ala Leu Gly Lys Val Thr 
195 200 205 



Ser Asp His lie Asn Phe Asp Pro Val Tyr Lys Val Lys Pro Asn Pro 
210 215 220 



Pro His Asn Leu Ser Val lie Asn Ser Glu Glu Leu Ser Ser lie Leu 
225 230 235 240 



Lys Leu Thr Trp Thr Asn Pro Ser lie Lys Ser Val lie lie Leu Lys 
245 250 255 



Tyr Asn lie Gin Tyr Arg Thr Lys Asp Ala Ser Thr Trp Ser Gin lie 
260 265 270 



Pro Pro Glu Asp Thr Ala Ser Thr Arg Ser Ser Phe Thr Val Gin Asp 
275 280 285 



Leu Lys Pro Phe Thr Glu Tyr Val Phe Arg lie Arg Cys Met Lys Glu 

290 295 300 

Asp Gly Lys Gly Tyr Trp Ser Asp Trp Ser Glu Glu Ala Ser Gly lie 

305 310 315 320 

Thr Tyr Glu Asp Arg Pro Ser Lys Ala Pro Ser Phe Trp Tyr Lys lie 
325 330 335 



Asp Pro Ser His Thr Gin Gly Tyr Arg Thr Val Gin Leu Val Trp Lys 
340 345 350 

Thr Leu Pro Pro Phe Glu Ala Asn Gly Lys lie Leu Asp Tyr Glu Val 
355 360 365 

Thr Leu Thr Arg Trp Lys Ser His Leu Gin Asn Tyr Thr Val Asn Ala 
370 375 380 

Thr Lys Leu Thr Val Asn Leu Thr Asn Asp Arg Tyr Leu Ala Thr Leu 
385 390 395 400 

Thr Val Arg Asn Leu Val Gly Lys Ser Asp Ala Ala Val Leu Thr lie 
405 410 415 

Pro Ala Cys Asp Phe Gin Ala Thr His Pro Val Met Asp Leu Lys Ala 
420 425 430 



Phe Pro Lys Asp Asn Met Leu Trp Val Glu Trp Thr Thr Pro Arg Glu 
435 440 445 



Ser Val Lys Lys Tyr lie Leu Glu Trp Cys Val Leu Ser Asp Lys Ala 
450 455 460 



Pro Cys lie Thr Asp Trp Gin Gin Glu Asp Gly Thr Val His Arg Thr 
465 470 475 480 



Tyr Leu Arg Gly Asn Leu Ala Glu Ser Lys Cys Tyr Leu lie Thr Val 
485 490 495 



Thr Pro Val Tyr Ala Asp Gly Pro Gly Ser Pro Glu Ser lie Lys Ala 
500 505 510 



Tyr Leu Lys Gin Ala Pro Pro Ser Lys Gly Pro Thr Val Arg Thr Lys 
515 520 525 

Lys Val Gly Lys Asn Glu Ala Val Leu Glu Trp Asp Gin Leu Pro Val 
530 535 540 

Asp Val Gin Asn Gly Phe lie Arg Asn Tyr Thr lie Phe Tyr Arg Thr 
545 550 555 560 

lie lie Gly Asn Glu Thr Ala Val Asn Val Asp Ser Ser His Thr Glu 
565 570 575 



Tyr Thr Leu Ser Ser Leu Thr Ser Asp Thr Leu Tyr Met Val Arg Met 
580 585 590 

Ala Ala Tyr Thr Asp Glu Gly Gly Lys Asp Gly Pro Glu Phe Thr Phe 
595 600 605 

Thr Thr Pro Lys Phe Ala Gin Gly Glu lie Glu Ala lie Val Val Pro 
610 615 620 

Val Cys Leu Ala Phe Leu Leu Thr Thr Leu Leu Gly Val Leu Phe Cys 
625 630 635 640 

Phe Asn Lys Arg Asp Leu lie Lys Lys His lie Trp Pro Asn Val Pro 
645 650 655 



Asp Pro Ser Lys Ser His lie Ala Gin Trp Ser Pro His Thr Pro Pro 
660 665 670 

Arg His Asn Phe Asn Ser Lys Asp Gin Met Tyr Ser Asp Gly Asn Phe 
675 680 685 

Thr Asp Val Ser Val Val Glu lie Glu Ala Asn Asp Lys Lys Pro Phe 
690 695 700 

Pro Glu Asp Leu Lys Ser Leu Asp Leu Phe Lys Lys Glu Lys lie Asn 
705 710 715 720 



Thr Glu Gly His Ser Ser Gly lie Gly Gly Ser Ser Cys Met Ser Ser 
725 730 735 



Ser Arg Pro Ser lie Ser Ser Ser Asp Glu Asn Glu Ser Ser Gin Asn 
740 745 750 

Thr Ser Ser Thr Val Gin Tyr Ser Thr Val Val His Ser Gly Tyr Arg 
755 760 765 

His Gin Val Pro Ser Val Gin Val Phe Ser Arg Ser Glu Ser Thr Gin 
770 775 780 

Pro Leu Leu Asp Ser Glu Glu Arg Pro Glu Asp Leu Gin Leu Val Asp 
785 790 795 800 

His Val Asp Gly Gly Asp Gly lie Leu Pro Arg Gin Gin Tyr Phe Lys 
805 810 815 

Gin Asn Cys Ser Gin His Glu Ser Ser Pro Asp lie Ser His Phe Glu 
820 825 830 

Arg Ser Lys Gin Val Ser Ser Val Asn Glu Glu Asp Phe Val Arg Leu 
835 840 845 

Lys Gin Gin lie Ser Asp His lie Ser Gin Ser Cys Gly Ser Gly Gin 
850 855 860 

Met Lys Met Phe Gin Glu Val Ser Ala Ala Asp Ala Phe Gly Pro Gly 
865 870 875 880 

Thr Glu Gly Gin Val Glu Arg Phe Glu Thr Val Gly Met Glu Ala Ala 
885 890 895 

Thr Asp Glu Gly Met Pro Lys Ser Tyr Leu Pro Gin Thr Val Arg Gin 
900 905 910 



Gly Gly Tyr Met Pro Gin 
915 



<210> 4 

<211> 862 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala His Thr Phe Arg Gly Cys Ser Leu Ala Phe Met Phe lie lie 
15 10 15 

Thr Trp Leu Leu lie Lys Ala Lys lie Asp Ala Cys Lys Arg Gly Asp 
20 25 30 



Val Thr Val Lys Pro Ser His Val lie Leu Leu Gly Ser Thr Val Asn 
35 40 45 



lie Thr Cys Ser Leu Lys Pro Arg Gin Gly Cys Phe His Tyr Ser Arg 
50 55 60 



Arg Asn Lys Leu lie Leu Tyr Lys Phe Asp Arg Arg lie Asn Phe His 
65 70 75 80 

His Gly His Ser Leu Asn Ser Gin Val Thr Gly Leu Pro Leu Gly Thr 
85 90 95 



Thr Leu Phe Val Cys Lys Leu Ala Cys lie Asn Ser Asp Glu lie Gin 
100 105 110 



lie Cys Gly Ala Glu lie Phe Val Gly Val Ala Pro Glu Gin Pro Gin 
115 120 125 



Asn Leu Ser Cys lie Gin Lys Gly Glu Gin Gly Thr Val Ala Cys Thr 
130 135 140 



Trp Glu Arg Gly Arg Asp Thr His Leu Tyr Thr Glu Tyr Thr Leu Gin 
145 150 155 160 

Leu Ser Gly Pro Lys Asn Leu Thr Trp Gin Lys Gin Cys Lys Asp lie 
165 170 175 



Tyr Cys Asp Tyr Leu Asp Phe Gly lie Asn Leu Thr Pro Glu Ser Pro 
180 185 190 



Glu Ser Asn Phe Thr Ala Lys Val Thr Ala Val Asn Ser Leu Gly Ser 
195 200 205 



Ser Ser Ser Leu Pro Ser Thr Phe Thr Phe Leu Asp lie Val Arg Pro 
210 215 220 

Leu Pro Pro Trp Asp lie Arg lie Lys Phe Gin Lys Ala Ser Val Ser 
225 230 235 240 

Arg Cys Thr Leu Tyr Trp Arg Asp Glu Gly Leu Val Leu Leu Asn Arg 
245 250 255 

Leu Arg Tyr Arg Pro Ser Asn Ser Arg Leu Trp Asn Met Val Asn Val 
260 265 270 



Thr Lys Ala Lys Gly Arg His Asp Leu Leu Asp Leu Lys Pro Phe Thr 
275 280 285 

Glu Tyr Glu Phe Gin lie Ser Ser Lys Leu His Leu Tyr Lys Gly Ser 
290 295 300 



Trp Ser Asp Trp Ser Glu Ser Leu Arg Ala Gin Thr Pro Glu Glu Glu 



305 



310 



315 



320 



Pro Thr Gly Met Leu Asp Val Trp Tyr Met Lys Arg His lie Asp Tyr 
325 330 335 



Ser Arg Gin Gin lie Ser Leu Phe Trp Lys Asn Leu Ser Val Ser Glu 
340 345 350 

Ala Arg Gly Lys lie Leu His Tyr Gin Val Thr Leu Gin Glu Leu Thr 
355 360 365 

Gly Gly Lys Ala Met Thr Gin Asn lie Thr Gly His Thr Ser Trp Thr 
370 375 380 

Thr Val lie Pro Arg Thr Gly Asn Trp Ala Val Ala Val Ser Ala Ala 
385 390 395 400 

Asn Ser Lys Gly Ser . Ser Leu Pro Thr Arg lie Asn lie Met Asn Leu 
405 410 415 



Cys Glu Ala Gly Leu Leu Ala Pro Arg Gin Val Ser Ala Asn Ser Glu 
420 425 430 



Gly Met Asp Asn lie Leu Val Thr Trp Gin Pro Pro Arg Lys Asp Pro 
435 440 445 

Ser Ala Val Gin Glu Tyr Val Val Glu Trp Arg Glu Leu His Pro Gly 
450 455 460 



Gly Asp Thr Gin Val Pro Leu Asn Trp Leu Arg Ser Arg Pro Tyr Asn 
465 470 475 480 

Val Ser Ala Leu lie Ser Glu Asn lie Lys Ser Tyr lie Cys Tyr Glu 
485 490 495 

lie Arg Val Tyr Ala Leu Ser Gly Asp Gin Gly Gly Cys Ser Ser lie 
500 505 510 

Leu Gly Asn Ser Lys His Lys Ala Pro Leu Ser Gly Pro His lie Asn 
515 520 525 

Ala lie Thr Glu Glu Lys Gly Ser lie Leu lie Ser Trp Asn Ser lie 
530 535 540 

Pro Val Gin Glu Gin Met Gly Cys Leu Leu His Tyr Arg He Tyr Trp 
545 550 555 560 



Lys Glu Arg Asp Ser Asn Ser Gin Pro Gin Leu Cys Glu He Pro Tyr 
565 570 575 



Arg Val Ser Gin Asn Ser His Pro lie Asn Ser Leu Gin Pro Arg Val 
580 585 590 



Thr Tyr Val Leu Trp Met Thr Ala Leu Thr Ala Ala Gly Glu Ser Ser 
595 600 605 



His Gly Asn Glu Arg Glu Phe Cys Leu Gin Gly Lys Ala Asn Trp Met 
610 615 620 



Ala Phe Val Ala Pro Ser lie Cys lie Ala lie lie Met Val Gly lie 
625 630 635 640 



Phe Ser Thr His Tyr Phe Gin Gin Lys Val Phe Val Leu Leu Ala Ala 
645 650 655 



Leu Arg Pro Gin Trp Cys Ser Arg Glu lie Pro Asp Pro Ala Asn Ser 
660 665 670 



Thr Cys Ala Lys Lys Tyr Pro lie Ala Glu Glu Lys Thr Gin Leu Pro 
675 680 685 



Leu Asp Arg Leu Leu lie Asp Trp Pro Thr Pro Glu Asp Pro Glu Pro 
690 695 700 



Leu Val lie Ser Glu Val Leu His Gin Val Thr Pro Val Phe Arg His 
705 710 715 720 

Pro Pro Cys Ser Asn Trp Pro Gin Arg Glu Lys Gly lie Gin Gly His 
725 730 735 



Gin Ala Ser Glu Lys Asp Met Met His Ser Ala Ser Ser Pro Pro Pro 
740 745 750 



Pro Arg Ala Leu Gin Ala Glu Ser Arg Gin Leu Val Asp Leu Tyr Lys 
755 760 765 



Val Leu Glu Ser Arg Gly Ser Asp Pro Lys Pro Glu Asn Pro Ala Cys 
770 775 780 



Pro Trp Thr Val Leu Pro Ala Gly Asp Leu Pro Thr His Asp Gly Tyr 
785 790 795 800 

Leu Pro Ser Asn He Asp Asp Leu Pro Ser His Glu Ala Pro Leu Ala 

805 810 815 



Asp Ser Leu Glu Glu Leu Glu Pro Gin His He Ser Leu Ser Val Phe 
820 825 830 



Pro Ser Ser Ser Leu His Pro Leu Thr Phe Ser Cys Gly Asp Lys Leu 



835 840 845 



Thr Leu Asp Gin Leu Lys Met Arg Cys Asp Ser Leu Met Leu 
850 855 860 



<210> 5 

<211> 1025 

<212> DNA 

<213> Homo sapiens 

<400> 5 



ccgaattcgg 


cacgagaaca 


actgagggaa 


ccaaaccaga 


gacgcgctga 


acagagagaa 


60 


tcaggctcaa 


agcaagtgga 


agtgggcaga 


gattccacca 


ggactggtgc 


aaggcgcaga 


120 


gccagccaga 


tttgagaaga 


aggcaaaaag 


atgctgggga 


gcagagctgt 


aatgctgctg 


180 


ttgctgctgc 


cctggacagc 


tcagggcaga 


gctgtgcctg 


ggggcagcag 


ccctgcctgg 


240 


actcagtgcc 


agcagctttc 


acagaagctc 


tgcacactgg 


cctggagtgc 


acatccacta 


300 


gtgggacaca 


tggatctaag 


agaagaggga 


gatgaagaga 


ctacaaatga 


tgttccccat 


360 


atccagtgtg 


gagatggctg 


tgacccccaa 


ggactcaggg 


acaacagtca 


gttctgcttg 


420 


caaaggatcc 


accagggtct 


gattttttat 


gagaagctgc 


taggatcgga 


tattttcaca 


480 


ggggagcctt 


ctctgctccc 


tgatagccct 


gtggcgcagc 


ttcatgcctc 


cctactgggc 


540 


ctcagccaac 


tcctgcagcc 


tgagggtcac 


cactgggaga 


ctcagcagat 


tccaagcctc 


600 


agtcccagcc 


agccatggca 


gcgtctcctt 


ctccgcttca 


aaatccttcg 


cagcctccag 


660 


gcctttgtgg 


ctgtagccgc 


ccgggtcttt 


gcccatggag 


cagcaaccct 


gagtccctaa 


720 


aggcagcagc 


tcaaggatgg 


cactcagatc 


tccatggccc 


agcaaggcca 


agataaatct 


780 


accaccccag 


gcacctgtga 


gccaacaggt 


taattagtcc 


attaatttta 


gtgggacctg 


840 


catatgttga 


aaattaccaa 


tactgactga 


catgtgatgc 


tgacctatga 


taaggttgag 


900 


tatttattag 


atgggaaggg 


aaatttgggg 


attatttatc 


ctcctgggga 


cagtttgggg 


960 


aggattattt 


attgtattta 


tattgaatta 


tgtacttttt 


tcaataaagt 


cttatttttg 


1020 


tggct 












1025 



<210> 6 

<211> 189 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Leu Gly Ser Arg Ala Val Met Leu Leu Leu Leu Leu Pro Trp Thr 
15 10 15 



Ala Gin Gly Arg Ala Val Pro Gly Gly Ser Ser Pro Ala Trp Thr Gin 
20 25 30 



Cys Gin Gin Leu Ser Gin Lys Leu Cys Thr Leu Ala Trp Ser Ala His 



35 



40 



45 



Pro Leu Val Gly His Met Asp Leu Arg Glu Glu Gly Asp Glu Glu Thr 
50 55 60 

Thr Asn Asp Val Pro His lie Gin Cys Gly Asp Gly Cys Asp Pro Gin 
65 70 75 80 

Gly Leu Arg Asp Asn Ser Gin Phe Cys Leu Gin Arg lie His Gin Gly 
85 90 95 



Leu lie Phe Tyr Glu Lys Leu Leu Gly Ser Asp lie Phe Thr Gly Glu 
100 105 110 



Pro Ser Leu Leu Pro Asp Ser Pro Val Ala Gin Leu His Ala Ser Leu 
115 120 125 

Leu Gly Leu Ser Gin Leu Leu Gin Pro Glu Gly His His Trp Glu Thr 
130 135 140 



Gin Gin lie Pro Ser Leu Ser Pro Ser Gin Pro Trp Gin Arg Leu Leu 
145 150 155 160 

Leu Arg Phe Lys lie Leu Arg Ser Leu Gin Ala Phe Val Ala Val Ala 
165 170 175 



Ala Arg Val Phe Ala His Gly Ala Ala Thr Leu Ser Pro 
180 185 



